Regents Grant:  BLASTing Through the Transcriptome! (Updated Jan 2011)
Please travel to the following site to access the BLAST education tool:  http://www.digitalworldbiology.com/dwb/Home.html
At the top of the page click on “tutorials.”


1.  “Go to Archive.”

            2.  Scroll down and click on “BLAST for Beginners.”

3.  From the menu, choose #1, “The BLAST for beginners tutorial.”

4.  Read and click the green arrows to progress through the tutorial.

5.  The last green arrow will take you back to the “BLAST for Beginners” page.

Once you are back on the “BLAST for Beginners” page, please find the following:

1. The BLAST for beginners tutorial.

2. A set of unknown sequences.    

3. A set of questions for students to answer.

4. A place to pay the author for an updated answer key.

Using the set of  “unknown sequences” complete the “questions” for students to answer.  You will copy the SPECIFIC sequence assigned to you and enter it in a BLASTN search.

*************************************************************************
Travel to NCBI (http://www.ncbi.nlm.nkh.gov/)

Search the nucleotide sequences and input the accession # (NM_008777) to study our target gene, phenylalnine hydroxylase.  Open the site and copy the sequence.  Reopen the Nucleotide BLAST search tool and paste the sequence into a BLASTN search in NCBI data mining tools site.  Choose “others,” “nucleotide collection” and “more dissimilar.”  Choose “BLAST” and wait for your results.  Follow the top red graphic line and choose the “U” to get an organized view of the transcriptome.  Open the Mm.263539 link.  Study this site to see which organisms have also expressed this cDNA.  The site also includes which tissue sources?  Also, enter the “Expression Profile,” and remember the legend is at the bottom of the screen.  The GEO “E” profile should also be opened.  Click on the top graph to enlarge the graph and explain in which tissues this particular gene seems to be expressed.

*************************************************************************
Finally, do a BLASTN search of the gene with the accession X52437.  Choose the first red bar “U” or “Unigene view of Transcriptome: and travel to the link.  In which organisms and in which tissues and developmental stages would you normally find this gene expressed, “E” or “Geo?”

Also, link on the Expression Profile.  What does it describe?
